Proteina | Query] Scaffold | Strand — Exo?erate — Ge'femse — - - — - - SE.CI.S - - — - -
Inici Final T-Coffee] Inici Final  T-Coffee Inici Final  Elliure Inici Final E lliure Inici Final E lliure Inici Final E lliure
DI1 M JH977620.1 - 969414 949999 100 ]969414 950000 100 884420 884510 -19,53 810661 810773 -21,36 597164 597264 -22,49
DI2 M JH977657.1 - 59096 49942 100 59096 49943 100 44916 45011 -27,6 6794 6889 -19,1
DI3 H  JH977717.1 - 50833 49999 100 50833 50000 100 49345 49439 -31,2
GPx1 H JH977614.1 + 49978 50838 99 49952 50838 98 50869 50940 -24.54
GPx2 H JH977619.1 + 49999 53157 100 50000 53157 100 53355 53419 -244
GPx3 H JH977686.1 + 45663 52587 99 45664 52587 99 53196 53271 -14.98
GPx4 H JH977673.1 - 101666 99506 99 101666 99605 99 99373 99445 -10.06
GPx5 H JH977676.1 + 49999 50506 95 50039 50506 98 50575 50646 -23,6
GPx7 H JH977620.1 - 107076 99999 99 107076 100000 99 NO
GPx8 H JH977884.1 + 99999 103152 99 100000 103152 99 NO
. MSRA M JH977673.1 + 49999 440578 100 50000 440578 100 128600 128688 -23,8 490045 490136 -19,4 438385 438472 -20,09 84439 84525 -18,09
f Sell5 M JH977787.1 - 88197 59999 100 88197 60000 100 59330 59427 -22,3
E SelH M JH977834.1 + 49918 50472 99 49919 50472 99 51616 51686 -9,64
N Sell M JH977617.1 - 95023 49999 100 95023 50000 100 73613 73726 -19,58
(o) SelK M JH977647.1 + 46371 52962 99 50000 52953 95 79877 79963 -17,06 37760 37847 -22,69
P SelK H JH977647.1 + 49999 52953 98 50000 52953 98 53325 53426 -28,1 15919 16006 -24,3
R] Selm H JH977628.1 + 97641 100309 96 97642 100309 97 121718 121796 -14,92
o SelN H  JH977655.1 - 12855 191767 64 104243 92698 96 190341 190432 -19,5 91603 91689 -29,75
T SelO H JH977730.1 + 49930 65772 66 49931 65763 96 66521 66615 -19,6 110966 111050 -19,55
E SelP M JH977734.1 - 53599 49930 95 53599 50177 94 49589 49687 -21,38
|:| SelR1 H JH977648.1 - 102559 99079 99 102559 99080 99 98571 98643 -15,84
E SelR2 H JH977660.1 + 99960 111232 99 99973 111232 99 NO
S SelR3 H  JH977659.1 - 29988 208156 98 29989 208156 99 NO
SelS H JH977624.1 - 100442 99960 63 100514 100221 95 195193 195287 -21,73 147560 147664 -21,54 21526 21622 -17,2
SelT H  JH978008.1 - 120394 99999 100 |120394 10000 100 98997 99098 -23,5
SelUl H JH977662.1 - 108955 99999 99 108955 100000 99 63645 63727 -16.8
Selu2 H JH9777141 + 49999 52962 99 44375 52962 96 NO
Selv H JH977621.1 - 90797 40269 59 53576 50419 88 43158 43258 -34,44
Selw1 H JH977711.1 - 50408 49818 98 50299 49819 99 47713 47814 -36,26
Selw2 H JH977703.1 - 100857 100044 99 100857 100045 99 102821 102891 -6,82
TR1 H JH977638.1 - 147416 49999 99 147416 50006 99 169649 169747 -17,55
TR2 H JH977628.1 + 9744 89198 93 47206 89192 96 90396 90495 -29
TR3 H JH977646.1 + 2403 185750 98 99997 100152 99 197279 197366 -24,1
m | eEFSec H JH977615.1 - 278841 49952 99 NO
3 PSTK H JH977742.1 - 39020 239923 72 201344 200000 95 NO
llj SBP2 H JH9777141 + 14659 32843 98 16018 32843 99 NO
2\' SECp43 H  JH977655.1 - 62945 49999 100 62945 50000 100 NO
R SecS H JH977622.1 - 135914 99999 99 135914 100000 99 NO
,: SPS2 H JH977617.1 + 49993 50963 69 49997 50419 99 NO




